
Job Title: Senior Bioinformatics Scientist 

Location:  Birmingham, AL  

 

 

Position Overview: 

We are seeking a highly motivated and interdisciplinary Senior Bioinformatics Scientist to join 

our cutting-edge research and development team. This role will focus on the analysis and 

integration of multi-omic datasets—including metaproteomics, metabolomics, transcriptomics, 

and genomics—to elucidate complex biological networks and support the discovery of novel 

diagnostics and therapeutics. The ideal candidate will have a strong background in biological 

network analysis, systems biology, and computational data science, with experience in mass 

spectrometry, bioinformatics workflows, and programming in R and Python. 

 

Key Responsibilities: 

• Perform end-to-end analysis of metaproteomics and multi-omic datasets to uncover 

biological mechanisms and pathway disruptions. 

• Construct and analyze biological networks (e.g., protein-protein interaction, metabolic, 

signaling, causal networks) to identify key nodes and intervention targets. 

• Develop and implement reproducible bioinformatics pipelines for data preprocessing, 

normalization, annotation, and statistical analysis using tools such as Galaxy, Nextflow, 

or Snakemake. 

• Integrate multi-omic datasets using computational frameworks to support systems-level 

modeling and digital twin development. 

• Collaborate with experimental biologists, data scientists, and clinicians to interpret results 

and drive hypothesis generation. 

• Contribute to scientific publications, patents, and grant applications. 

• Stay current with advances in systems biology, AI/ML in biology, and omics 

technologies. 

 

Qualifications: 

• Ph.D. or M.S. in Bioinformatics, Systems Biology, Computational Biology, Biostatistics, 

or a related field. 

• Proficiency in R and Python for data analysis and visualization. 

• Hands-on experience with mass spectrometry-based proteomics or metaproteomics data. 

• Strong understanding of biological pathways, network theory, and systems biology 

principles. 



• Familiarity with multi-omic data integration techniques and tools (e.g., KEGG, UniProt, 

STRING, Cytoscape). 

• Experience building or using bioinformatics workflows (Galaxy, Nextflow, etc.) and 

databases. 

• Excellent problem-solving skills, scientific curiosity, and ability to communicate 

complex findings clearly. 

• Experience with causal inference or machine learning is a plus. 

 


